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Supplementary Figure 4 

a

b

N
or

m
al

iz
ed

 fr
eq

ue
nc

y 
of

 
nu

m
be

r o
f S

N
P

s

GOLD

WGBS

0

1

2

3

0.00 0.25 0.50 0.75 1.00

N
or

m
al

iz
ed

 fr
eq

ue
nc

y 
of

 
nu

m
be

r o
f S

N
P

s

GOLD

WGBS

Sample1b

0

1

2

3

0.00 0.25 0.50 0.75 1.00
0

1

2

3

0.00 0.25 0.50 0.75 1.00

N
or

m
al

iz
ed

 fr
eq

ue
nc

y 
of

 
nu

m
be

r o
f S

N
P

s

N
or

m
al

iz
ed

 fr
eq

ue
nc

y 
of

 
nu

m
be

r o
f S

N
P

s

0.00 0.25 0.50 0.75 1.00
GC Content

N
or

m
al

iz
ed

 fr
eq

ue
nc

y 
of

 
nu

m
be

r o
f S

N
P

s

Sample1a 

0

1

2

3

GC Content

GC Content GC Content

Sample1c
Sample 1d

Sample 1bSample 1a 

Sample1c
Sample1d

0

1

2

3

4

0.00 0.25 0.50 0.75 1.00

N
or

m
al

iz
ed

 fr
eq

ue
nc

y 
of

 
nu

m
be

r o
f S

N
P

s

2

N
or

m
al

iz
ed

 fr
eq

ue
nc

y 
of

 
nu

m
be

r o
f S

N
P

s

0

1

2

3

4

5

0.00 0.25 0.50 0.75 1.00

N
or

m
al

iz
ed

 fr
eq

ue
nc

y 
of

 
nu

m
be

r o
f S

N
P

s

0

1

2

3

4

0.00 0.25 0.50 0.75 1.00
0

1

2

3

4

0.00 0.25 0.50 0.75 1.00

Methylation ratio
Methylation ratio

Methylation ratio Methylation ratio
1.00

0



Supplementary Figure 5
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